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Figure. Sa The LEfSe evolutionary branches of fungal communities on the 1st day
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Figure. Sb The LEfSe evolutionary branches of fungal communities on the 20th day
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Figure. 5S¢ The LEfSe evolutionary branches of bacterial communities on the 1st day
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Figure. 5d The LEfSe evolutionary branches of bacterial communities on the 20th day
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Figure. Se The LEfSe evolutionary branches of archaeal communities on the 1st day
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Figure. 5f The LEfSe evolutionary branches of archaeal communities on the 20th day



	幻灯片编号 1
	幻灯片编号 2
	幻灯片编号 3
	幻灯片编号 4
	幻灯片编号 5
	幻灯片编号 6
	幻灯片编号 7

